The chromosome numbers of the extant and extinct plants play a significant role in determining the phylogenetic interrelation of different groups. In the post Angiosperm Phylogeny Group system of plant classification era more and more attentions were given in molecular based studies, evidences on plant breeding, intraspecific variation, origin and taxonomic relationship studies of diverse plant group. Exhaustive online database on chromosomal counts have already been developed from various sources. Still, there are many species and genera of plants for which no chromosome count is known. There are countries from which very few counts have been reported. Therefore, there is still a great deal of traditional cytotaxonomic work to be done. The present communication presents 519 records belonging to 343 species, 265 genera and 85 families of Angiosperms of Acharya Jagadish Chandra Bose Indian Botanic Garden, Howrah. The paper also reports 60 plant species with new chromosome counts, which were hitherto not reported either in the Chromosome Counts Database (CCDB) or Chromosome Atlas of Flowering Plants of the Indian Subcontinent.
INTRODUCTION
In the post Angiosperm Phylogeny Group system of plant classification scenario, plant systematics became more persuaded by molecular based evidences particularly on cladistic analysis of the DNA sequences of genes (Chase & Reveal, 2009 ). The widely use of these vital information on chromosomal variations including numbers remains a valuable evidence to evaluate the evolutionary pattern, numerical change in chromosome and to estimate the basic chromosome number of clades of interest (Góralski & al., 2009 ). This also helps in evaluating the genetic relationship among species, populations and the way the taxon diverged from each other (Guerra, 2008 (Guerra, , 2012 . Researchers have proven that, variation in chromosome numbers within a taxon at different ploidy levels, viz. polyploidy, dysploidy etc., helps in understanding of dominance pattern, endemism, intraspecific variation and invasive nature of a particular species in a region or other. (Sharma & Sharma, 1956; Leser & al., 1998; Simon & al., 2001; Stebbins, 1938; Grant, 1963; Goldblatt & Lowery, 2011) . Besides, they also act most extensively and consistently recorded cytological property in many plant families and genera (Guerra, 2008) . Interrelationship among taxa in Rannunculaceae, Cruciferae and Graminae (Gregory, 1941; Kurita, 1958; Tamura, 1993) ; monophyletic origin of Amentiferae, phylogenetic relationships in the Euphorbiaceae and tribe level classification in Dipterocarpaceae, etc have been resolved by use of chromosome data (Perry, 1943; Davis & Heywood, 1973) .
A gigantic data on chromosome number for a specific geographical region or to a particular group were documented along the years of investigations throughout the world (Darlington & Wylie, 1955; Chatterjee & Sharma, 1969; Fedorov, 1969; Sharma & Gupta, 1982; Pellicer & al., 2007; Chehregani & Hajisadeghian, 2009; Al-Saghir & al., 2014) . On the revolution of digital world, more and more data from reliable sources (Goldblatt & Johnson, 1979; Pogan, 1991; Watanabe, 2002; Bennett & Leitch, 2011) were also incorporated in series of online data bases such as the Index to Plant Chromosome Numbers (IPCN) (Goldblatt, 1980 (Goldblatt, , 1981 Goldbalt & Lowry, 2011) . However, the amount of data on the chromosomal counts on plants of India are very scanty, particularly when the indigenous species are taken into consideration. Therefore, any count on the missing information on chromosomal counts would be a great value to the botanical fraternity phenotype; geographic location and ecology which can be used for correct determination, clarifying for unexpected results arise due to convergence and misinterpretation of morphology (Funk & al., 2005) . However, most of these results were either published in sporadically or yet to publish. Hence, in the present communication, an attempt was made to compile in a comprehensive manner to showcase chromosome count of plants of AJCBIBG.
DATA COLLECTION
With the initiation of the study, all cytological voucher specimens preserved in CBL were studied carefully and documented alphabetically in a tabular form (Table 1 ). An array of published papers, scientific manuscripts on chromosome counts was also consulted to complete the information. The correct accepted name of the taxon was appended alphabetically followed by the family name. The chromosome count, voucher specimen number with collector name and date of collection are appended in subsequent columns.
RESULTS AND ANALYSIS
The present database encompasses published and unpublished records of the Cytological Voucher Specimens (CVS) preserved in the herbarium of Central Botanical Laboratory (CBL), Botanical Survey of India, Howrah. The database contains 519 records for 343 species belonging to 265 genera and 85 families of Angiosperm (65 dicotyledons and 20 monocotyledons). Maximum count of chromosome was observed in family Acanthaceae (16 genera and 36 species), followed by Leguminosae (21 genera and 24 species), Malvaceae (11 genera and 21 species), Arecaceae (12 genera and 17 species), Poaceae (15 genera and 16 species), Euphorbiaceae (12 genera and 15 species). The high percentage of these observations may be due to the abundance of different species found in the garden from these particular families.
( Fig. 1 ; Table 1 ). Considering the individual genus, chromosome count of nine species from genus Solanum, were investigated which varies from 8 to 14. Four species i.e., S. grandiflorum, S. seaforthianum, S. macranthum and S. torvum are having equal number of 12 chromosomes, while S. diphyllum showing lowest number 8. Highest number (n = 88) of chromosomes was found in Rauvolfia sumatrana while lowest number (n = 5) observed in Emilia sonchifolia. It is interesting to note that Canna indica was studied at variety level in great detail by U. Chatterjee (Table 1) . Such investigations are always helpful in the study of evolutionary relationship among the taxa. Another interesting result was chromosomes number of Macrosolen cochinchinensis collected from different host-species were equal. 
